. Recombination breakpoints and accession numbers of the human and chicken sequences, used as reference for mammals and aves. Notes: a: M7 is a null model that assumes that 0<dN/dS <1 is beta distributed among sites; M8 (positive selection model) is the same as M7 but also includes an extra category of sites with dN/dS >1. M8a is the same as M8, except that the 11 th category cannot allow positive selection, but only neutral evolution. b: 2ΔlnL is twice the difference of the natural logs of the maximum likelihood of the models being compared. 
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